Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009) . anti-microbial, anti-convulsant, analgesic, anti-inflammatory, anti-platelet, anti-tubercular, anti-cancer and anti-tumoral activities (Bedia et al., 2006; Rollas et al., 2002; Terzioglu & Gürsoy, 2003) . Prompted by these observations, the title compound was synthesized and its crystal structure is reported here.
D-HÁ
The molecular structure is shown in Fig. 1 . The 1H-1,2,3-triazole ring [N2-N4/C7/C8; maximum deviation of 0.003 (1) Å at atom N3] forms dihedral angles of 34.08 (6) and 28.38 (6)°, respectively with the nitro-substituted and dichlorosubstituted phenyl rings (C1-C6 and C11-C16). The dihedral angle between the nitro-substituted (C1-C6) and dichlorosubstituted (C11-C16) phenyl rings is 6.68 (5)°. Bond lengths and angles are within normal ranges and comparable to the related structures (Fun et al., 2011; Wang et al., 2010) .
The crystal packing is shown in Fig. 2 . The molecules are linked via intermolecular C10-H10A···O3 and C12-H12A···O3 hydrogen bonds (Table 1) U eq (C). A rotating group model was applied to the methyl group.
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009);  program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of the title compound, showing 50% probability displacement ellipsoids. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (18) 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

